Key indicators: single-crystal X-ray study; T = 293 K; mean (C-C) = 0.002 Å; R factor = 0.041; wR factor = 0.114; data-to-parameter ratio = 18.5.
In the title compound, C 25 H 20 Cl 2 N 2 O 2 , the pyrrolidine ring adopts an envelope conformation and the best plane through the five ring atoms makes a dihedral angle of 87.03 (8) with the indoline ring. Molecules are connected by pairs of N-HÁ Á ÁO hydrogen bonds into centrosymmetric dimers with an R 2 2 (8) graph-set ring motif. C-HÁ Á ÁO hydrogen bonds stabilize the crystal structure.
Related literature
For substituted pyrrolidine compounds, see: Coldham & Hufton (2005) . For graph-set notation of hydrogen bonds, see: Bernstein et al. (1995) .
Experimental
Crystal data C 25 H 20 Cl 2 N 2 O 2 M r = 451.33
Monoclinic, P2 1 =c a = 11.4139 (2) Å b = 11.6957 (2) Å c = 16.5262 (2) Å = 102.037 (1) V = 2157.64 (6) Å 3 Z = 4 Mo K radiation = 0.33 mm À1 T = 293 K 0.20 Â 0.20 Â 0.20 mm
Data collection
Bruker SMART APEXII areadetector diffractometer 20528 measured reflections 5426 independent reflections 3812 reflections with I > 2(I) R int = 0.026 Refinement R[F 2 > 2(F 2 )] = 0.041 wR(F 2 ) = 0.114 S = 1.03 5426 reflections 293 parameters H atoms treated by a mixture of independent and constrained refinement Á max = 0.33 e Å À3 Á min = À0.44 e Å À3 Table 1 Hydrogen-bond geometry (Å , ).
Symmetry codes: (i) Àx þ 1; Ày þ 2; Àz þ 1; (ii) Àx; Ày þ 1; Àz þ 1.
Data collection: APEX2 (Bruker, 2008); cell refinement: SAINT (Bruker, 2008); data reduction: SAINT; program(s) used to solve structure: SHELXS97 (Sheldrick, 2008); program(s) used to refine structure: SHELXL97 (Sheldrick, 2008); molecular graphics: ORTEP-3 (Farrugia, 1997); software used to prepare material for publication: SHELXL97 and PLATON (Spek, 2009). TS and DV thank the TBI X-ray facility, CAS in Crystallography and Biophysics, University of Madras, India, for the data collection. TS also thanks the DST for an Inspire fellowship. Cryst. (2011) . E67, o3128 [ doi:10.1107/S1600536811044618 ] 3'-(4-Chlorobenzoyl)-4'-(4-chlorophenyl)-1'-methylspiro[indoline-3,2'-pyrrolidin]-2-one T. Srinivasan, S. Suhitha, S. Purushothaman, R. Raghunathan and D. Velmurugan The pyrrolidin ring adopts an envelope conformation. The pyrrolidin ring makes a dihedral angle of 87.03 (8)° with the indoline ring system. The crystal structure is stabilized by C-H···O and N-H···O hydrogen bonds resulting in R 2 2 (16) and R 2 2 (8) graph-set ring motifs (Bernstein et al., 1995) .
Acta

Experimental
A solution of (E)-1,3-bis(4-chlorophenyl)prop-2-en-1-one(2 mmol), isatin (1 eq.) and sarcosine( 1 eq.) was refluxed in dry toluene for 8 hrs at 110°C using Dean-Stark apparatus.After the completion of reaction as indicated by TLC,toluene was evaporated under reduced pressure.The crude product was purified by column chromatography using hexane: EtOAc (8:2) as eluent.
Refinement
The hydrogen atoms were placed in calculated positions with C-H = 0.93Å to 1.00Å and refined in the riding model with fixed isotropic displacement parameters: U iso (H) = 1.5U eq (C) for methyl group and U iso (H) = 1.2U eq (C) for other H atoms. 
Special details
Geometry. All esds (except the esd in the dihedral angle between two l.s. planes) are estimated using the full covariance matrix. The cell esds are taken into account individually in the estimation of esds in distances, angles and torsion angles; correlations between esds in cell parameters are only used when they are defined by crystal symmetry. An approximate (isotropic) treatment of cell esds is used for estimating esds involving l.s. planes.
Refinement. Refinement of F 2 against ALL reflections. The weighted R-factor wR and goodness of fit S are based on F 2 , conventional R-factors R are based on F, with F set to zero for negative F 2 . The threshold expression of F 2 > 2sigma(F 2 ) is used only for calculating R-factors(gt) etc. and is not relevant to the choice of reflections for refinement. R-factors based on F 2 are statistically about twice as large as those based on F, and R-factors based on ALL data will be even larger.
Fractional atomic coordinates and isotropic or equivalent isotropic displacement parameters (Å 2 )
x y z U iso */U eq Cl1 −0.14204 (5) 0.56050 (5) 0.0320 (8) 0.0555 (10) 0.0323 (7) −0.0082 (7) 0.0064 (6) 0.0019 (7) N2 0.0359 (7) 0.0450 (8) 0.0466 (7) −0.0103 (6) 0.0036 (6) 0.0004 (6) C15 0.0392 (8) 0.0399 (8) 0.0291 (6) 0.0034 (7) 0.0031 (6) −0.0034 (6) C7 0.0436 (9) 0.0440 (9) 0.0317 (7) −0.0064 (7) 0.0103 (6) −0.0045 (6) O2 0.0453 (7) 0.0658 (8) 0.0553 (7) −0.0057 (6) 0.0045 (6) 0.0267 (6) N1 0.0338 (7) 0.0526 (8) 0.0384 (7) 0.0027 (6) 0.0051 (5) −0.0035 (6) C8 0.0311 (7) 0.0481 (9) 0.0286 (6) −0.0063 (6) 0.0061 (6) 0.0009 (6) C12 0.0321 (8) 0.0400 (8) 0.0323 (7) −0.0030 (6) 0.0052 (6) 0.0020 (6) C20 0.0323 (8) 0.0534 (9) 0.0351 (7) −0.0051 (7) 0.0042 (6) 0.0016 (7) C23 0.0367 (9) 0.0630 (11) 0.0385 (8) −0.0009 (8) −0.0002 (7) −0.0070 (8) O1
0.0583 (8) 0.0485 (7) 0.0773 (9) −0.0123 (6) 0.0220 (7) 0.0039 (6) C4 0.0425 (9) 0.0401 (8) 0.0315 (7) 0.0011 (7) 0.0072 (6 (7) 0.0009 (9) C16 0.0585 (11) 0.0490 (9) 0.0337 (7) 0.0051 (8) 0.0131 (7) 0.0009 (7) supplementary materials 
